Table 1. Characteristics of the bins detected in the TxE reference Prunus map and markers assigned to them

	TxE planta
	BIN name
	Startb
	Endb
	Ic
	# markers
	New markersf

	5
	12
	23
	30
	34
	83
	
	
	
	
	TxEd
	Totale
	

	B


	H


	B


	H


	H


	H


	1:14


	AA08B
	pchcms4
	13.6
	25
	36
	EPPCU2842, UDA-053, UDAp-463, UDAp-466, UDAp-471, EPPCU0027, EPPCU1363, EPPCU2979, EPPCU3062, M16a, MA067a

	H
	H
	B
	H
	H
	H
	1:15
	CC23
	EPDCU5100
	0
	2
	4
	EPPB4232, UDA-026

	A
	H
	B
	H
	H
	H
	1:26
	AG116A
	AC47
	10.0
	14(1)
	19
	EPPCU5331, EPPCU5516, UCD-CH31, UDA-039, UDAp-435

	A
	H
	B
	H
	H
	B
	1:28
	PceGA59
	AG29A
	1.4
	2
	4
	EPPCU2407, MA056a

	A
	A
	B
	H
	H
	B
	1:34
	CPSCT036
	PC85
	5.6
	15
	18
	EPPCU1090, EPPCU3132, M09a

	A


	A


	B


	H


	B


	B


	1:50


	MC044
	TSA2
	14.1
	30
	45
	EPPCU1589, EPPCU1966, pchgms56, UDA-013, UDA-025, UDAp-414, UDA-059, EPPCU1945, EPPCU2673, EPPCU3088, EPPCU7576, M04c, MA030a, MA062a, MA070a

	A
	A
	B
	H
	B
	H
	1:52
	PST-P
	BG08A
	0
	4(1)
	4
	-

	A
	H
	B
	H
	B
	H
	1:55
	LY37
	AB08B
	1
	5
	6
	UDAp-485

	A
	B
	B
	H
	B
	H
	1:73
	Lap-1
	FG8A
	15.9
	15
	21
	EPPB4213, EPPCU8937, M03b, MA073a, MD203a, EPPB4214

	H
	B
	B
	H
	H
	H
	1:78
	BF08A
	TubA3
	2.8
	7
	13
	M15a, UDA-006, UDA-031, UDAp-458, UDAp-469, UDA-009B

	H
	B
	B
	C
	H
	B
	1:87
	Em5B
	AG36B
	4.1
	2
	2
	-

	A


	B


	H


	A


	A


	H


	2:08


	DB06Bd
	AC10
	8.1
	13(4)
	21
	EPPCU6536, EPPCU9366, MA064a, UDA-008, UDA-029, UDA-010, 
EPPCU6396 (2:10), MA074a (2:10)

	A


	H


	H


	A


	A


	H


	2:13


	UDP98-025
	CPDCT044
	2.9
	4
	10
	CPSCT038, MA024a, MA069a, UDAp-413, EPPCU4962A
UDAp-412A

	H
	H
	H
	A
	A
	H
	2:20
	Pij1
	BPPCT004
	4.7
	4
	5
	UDA-051

	H
	H
	A
	A
	A
	H
	2:25
	BPPCT001
	AG107A
	4.1
	10
	14
	M01a, MA005c, UDAp-456, UDAp-461

	B
	H
	A
	A
	A
	H
	2:26
	FG220
	PC5
	0
	5(1)
	6
	CPSCT019C (2:26)

	B
	H
	A
	A
	H
	H
	2:28
	AC27A
	CPDCT004
	0
	6(2)
	6
	-

	B
	H
	A
	A
	H
	B
	2:34
	AE03A
	AD12A
	2.4
	5
	7
	MA007a, UDA-037 (2:38) 

	B
	H
	A
	H
	H
	B
	2:38
	pchgms1
	AE07D
	2.9
	12
	16
	EPPB4231, EPPCU6737, UCD-CH12, UDA-005, 

	B


	H


	H


	H


	H


	B


	2:45


	CPSCT021
	CPSCT023
	6.0
	12
	23
	EPPCU1098, EPPCU1902, EPPCU2005, EPPCU2046, EPPCU2288, EPPCU6309, EPPCU7450, EPPCU9845, MA009b, UDAp-473, EPPCU9773

	B
	H
	H
	H
	H
	H
	2:50
	Omt1
	CC125
	2.7
	4
	6
	UDA-023, UDAp-462


a Genotype of each plant for each bin. A=homozygote for the female parent; B=homozygote for the  male parent; H=heterozygote.

b First (start) and last (end) markers of the bin in the TxE reference map

c Interval in cM between the first and the last marker of the bin.

d Only markers of the published version of TxE (Dirlewanger et al. 2004a). In parenthesis number of markers that can be included either in this bin or in the next. 

e All mapped markers in the bin including those added in this paper. 

f For markers placed to more than one bin of the same linkage group, the name of the other bins are indicated in parenthesis.

Table 1 (continued)

	TxE planta
	BIN

name
	Startb
	Endb
	Ic
	# markers
	New markersf

	5
	12
	23
	30
	34
	83
	
	
	
	
	TxEd
	Totale
	

	B
	H
	H
	H
	H
	B
	3:04
	BF06B
	BC06A
	4.0
	5
	6
	EPPCU5990

	B
	H
	B
	H
	H
	B
	3:06
	BA05A
	BA10A
	0.8
	4
	7
	MA034a, pchgms59, EPPB4215

	H
	H
	B
	H
	H
	B
	3:12
	AA04A
	UDP97-403
	4.3
	4
	7
	MA066a, UDAp-429, UDAp-468

	H
	H
	B
	A
	H
	B
	3:14
	STS834bA
	AG7
	0
	4
	6
	UDAp-446, UDA-011A (3:22, 3:37) 

	H
	H
	B
	A
	H
	H
	3:22
	AG32A
	CC116
	4.0
	10
	12
	EPPCU2256, UDA-033

	H


	H


	H


	A


	H


	H


	3:37


	AB10A

	UDP96-008

	11.7
	27
	40
	EPPCU0443, EPPCU2602, EPPCU9343, MA015a, MA031a, MA039a, MA068a, MD206a, UDAp-493, UDAp-496, EPPB4221, CPSCT017B, UDA-022 (3:47)

	A


	H


	H


	A


	H


	H


	3:49


	6Pgd-2
	AF08B

	11.3
	12
	19
	EPPCU0532, EPPCU2432, EPPCU7190, pchgms48, UCD-CH19, EPPCU8702, UDAp-431

	H


	H


	H


	H


	H


	H


	4:18


	BG05A
	BPPCT040
	18.4
	25
	33
	EPPCU1169, EPPCU3664, MD205a, UCD-CH17, UDA-002, UDAp-418, UDAp-491, pchgms57

	H
	H
	A
	H
	H
	H
	4:22
	MA059a
	MA059a
	0
	0
	1
	MA059a 

	H
	H
	A
	H
	B
	H
	4:27
	pchgms5
	CC3
	2.8
	5
	5
	-

	H
	A
	A
	H
	B
	H
	4:28
	AG62
	BF07D
	0
	4
	5
	MA053a

	H


	A


	A


	H


	B


	B


	4:46


	CPPCT003B
	CPPCT024B
	12.3
	15
	26


	EPPCU1106, EPPCU2000, EPPCU4646, EPPCU6216, EPPCU9268, M12a, UDA-021, UDAp-439, MA045a (4:63), UDA-015 (4:63), CPSCT017A (4:63)

	H


	A


	A


	A


	B


	B


	4:63


	BPPCT036

	BH02Ad

	12.6
	13
	22
	EPPCU1775, EPPCU8503, pchgms55, UDA-027, UDAp-416, EPPCU0888, UDA-003, UDA-011B, UDAp-412B

	A
	H
	H
	A
	B
	H
	5:04
	EPPCU9168
	UDA-042
	0.9
	0
	2
	EPPCU9168, UDA-042 

	A
	A
	H
	A
	B
	H
	5:05
	FG26A
	FG26A
	0
	2(1)
	3
	EPPB4219

	A


	A


	H


	A


	B


	A


	5:08


	CPPCT004A
	PLG26B
	5.0
	7
	13
	EPPCU3049, EPPCU5637, EPPCU9566, UDA-048, EPPCU4962B, EPPCU0961

	A
	H
	H
	A
	B
	A
	5:11
	AF07A
	AG63B
	0
	3
	3
	-

	A
	H
	H
	A
	H
	A
	5:13
	AG21B
	AE04A
	0
	4(2)
	4
	-

	A
	H
	H
	H
	H
	A
	5:21
	AG114
	BF11D
	5.8


	15
	19
	EPPB4228, EPPCU4269, EPPCU9830, UDA-043

	A


	H


	H


	H


	A


	A


	5:41


	CPSCT006
	CPSCT022
	19.0
	19
	27
	EPPCU0004, EPPCU0863, EPPCU5504, EPPCU8871, MD204a, UDA-045, UDA-046, UDAp-452

	A
	H
	H
	B
	A
	H
	5:46
	BPPCT014
	AG108A
	2.3
	3
	6
	EPPB4230, EPPB4220, M20a

	A
	H
	B
	B
	A
	H
	5:49
	AG33
	MC011A
	0
	3
	5
	EPPB4216, MA075a


Table 1 (continued)

	TxE planta
	BIN

name
	Startb
	Endb
	Ic
	 # markers
	New markersf

	5
	12
	23
	30
	34
	83
	
	
	
	
	TxEd
	Totale
	

	H
	A
	B
	H
	H
	A
	6:00
	AB06B
	AB06B
	0
	1
	2
	EPPCU1198

	H


	A


	A


	H


	H


	A


	6:25


	TSA4
	PLG39D
	20.8
	29
	39
	EPPB4218, CPSCT002, EPPCU1794, EPPCU3855, EPPCU4373, EPPCU4921, EPPCU9300, EPPCU9994, UDA-035, UDAp-420

	H
	A
	A
	B
	H
	A
	6:39
	BPPCT008
	EPDC3853
	9.2
	13
	17
	M19a, UDAp-489, UDAp-497, MA023aA

	H
	H
	A
	B
	H
	A
	6:45
	CPPCT023
	pchcms5
	3.2
	3
	6
	EPPCU2828, EPPCU3766, CPSCT019B

	H
	H
	A
	B
	H
	H
	6:49
	AB06A
	AA07A
	0
	2
	2
	-

	B
	H
	A
	B
	H
	H
	6:56
	FG4
	BPPCT025
	2.8
	6
	8
	EPPCU3090, EPPB4222B (6:56, 6:65)

	B
	H
	A
	B
	H
	B
	6:65
	CPPCT047
	PC60
	6.4
	6
	8
	EPPB4227, EPPCU6169

	B
	H
	A
	B
	B
	B
	6:74
	UDP98-412
	Pgl1
	2.3
	3
	5
	MA014a, MA040a

	B
	H
	H
	B
	B
	B
	6:80
	BC06B
	Civ62A
	0.8
	4
	6
	EPPCU4092, pchgms58 

	B
	B
	H
	B
	B
	B
	6:84
	CPPCT030
	CPPCT021
	3.5
	5
	10
	EPPB4217, EPPCU2957, EPPCU4758, M05a, EPPB4233A

	A


	H


	H


	B


	H


	B


	7:25


	AA12Cd
	PC12
	24.7
	24(1)
	36
	EPPB4229, EPPCU0445, EPPCU5814, EPPCU7340, EPPCU7680, EPPCU8891, MA010a, UDA-036, UDAp-437, UDAp-401B, EPPB4222A (7:31), UDA-009A (7:31)

	H
	H
	H
	B
	H
	B
	7:31
	CPSCT033
	AD05D
	2.8
	8
	11
	UDAp-407, UDAp-432, EPPB4224

	H
	H
	B
	B
	A
	B
	7:41
	PC34A
	AG39B
	4.6
	5
	7
	MA020a, UDAp-460

	H
	H
	B
	H
	A
	B
	7:48
	AG60A
	PMS2
	5.3
	7
	12
	MA021a, UCD-CH14, UCD-CH39, UDAp-426, EPPB4233B

	H
	H
	B
	H
	A
	H
	7:56
	PS8e8
	FG42
	7.1
	7
	8
	EPPCU5176

	H
	A
	B
	H
	H
	H
	7:71
	FG27
	PS5c3
	11.1
	11
	15
	EPPCU6522, EPPCU9965, M02b, MA061a

	A
	B
	H
	H
	H
	H
	8:11
	CPSCT018
	BF08B
	10.9
	7
	12
	EPPB4225, EPPCU3216, pchgms51, UDAp-423, CPSCT019A

	A


	H


	H


	H


	H


	H


	8:19


	AG112A
	CPPCT035
	5.8
	7
	17
	EPPCU5628, EPPCU9338, MA035a, MA044a, MA065a, MD201a, UDA-012, UDA-050, MA023aB, UDAp-401A

	A
	H
	A
	H
	H
	H
	8:21
	LY29
	UDP96-019
	0
	3
	4
	MA042a

	A
	H
	A
	H
	H
	A
	8:23
	EPDCU3516
	CC131A
	0
	2
	2
	-

	A
	H
	A
	H
	A
	A
	8:28
	BPPCT012
	AD01A
	3.6
	4
	5
	MA017a

	A
	H
	H
	H
	A
	A
	8:30
	PC101
	AB08A
	0.8
	2
	3
	MA019a 

	H
	H
	H
	H
	A
	A
	8:41
	AG4A
	FG37
	10.8
	10
	15
	EPPCU4726, EPPCU6377, MA013a, M06a, EPPB4226 (8:60)

	H
	H
	H
	B
	A
	A
	8:60
	CPDCT023
	PC36
	17.1
	16
	21
	EPPB4223, EPPCU4205, MD207a, pchgms49, UDA-038
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