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Minutes of the RosEXEC Conference call 

Wednesday, May 27, 2009
Participating Members Present: Cameron Peace (chair), Nahla Bassil (co-chair), Chris Dardick, Amit Dhingra, Jim Luby, Gayle Volk, Herman Silva, Jasper Rees, Dan Sargent, Eric van de Weg, Sue Gardiner, and Dorrie Main.
Guests: Tom Davis, Gavin Ross
The conference lasted 1 hr and 30 min.

Agenda

1. RosEXEC By-Law changes (regarding membership and elections) and 2010 election scheduling (Nahla)

2. Rosaceae SCRI submitted proposals update (Cameron, Bert, Dorrie, Chris, others)

3. Industry-research perspectives and opportunities for 2009 (Jim McF, Phil)

4. GRIN Global – need for Rosaceae input (Gayle)

5. Whole genome sequences update (Dorrie, Bryon, Amit)

6. GDR update (Dorrie)

7. RosFORUM (Gennaro)

8. International perspective, including RGC5 update (International Liaisons)

9. Published: Genetics and Genomics of Rosaceae book

10. Upcoming: ASHS Conference, including Standardized Phenotyping workshop, Pyrus CGC meeting (Gayle)

11. Upcoming: ISHS Markers Symposium (Nahla)

12. Upcoming: Apple and Prunus CGC joint meeting in October (Cameron)

13. Other issues?

14. Next teleconferences for 2009
1. RosEXEC By-Laws Updates and Changes
Sub-Committees: Should include community representatives who are not members of RosEXEC

Three Standing Committees:

a. Membership and Governance Committee: Nahla Bassil, Dorrie Main, Jay Norelli, and Herman Silva

b. Communication and Outreach: Gennaro Fazio and Cameron Peace

c. Research Priorities: Cameron proposed eliminating this committee as it appears redundant with core activities of the general RosEXEC committee, and no objections were raised.

Ad hoc Committees:
To be established as needed.
Two ad hoc committees were established during the teleconference – described in agenda items 4 and 8 below.

Voting for New Members and Secretary -  New guidelines and timelines

New Members:

a. The Membership and Governance Committee will ask for nominations of new members in early November.

b. Before nominating new members to RosEXEC, nominators must contact the nominee to ensure that they are able to serve as a member and to assess their willingness to serve as Secretary, before informing the Chair of the Membership and Governance Committee.
Secretary:  In 2008 and prior was elected from the new member pool. In 2009, all current (new and existing) U.S.-based RosEXEC members as well as those rotating off the committee were given the opportunity to run and vote for Secretary. 
Secretary/Vice-Chair/Chair term: The Chair will serve an additional 1-year post-Chair term, to better serve the transition process. This change begins with Gennaro Fazio (2008 Chair) in 2009.
International Liaisons: The guidelines are for four ILS at any one time. In 2008 there was a tie for second place, and so an extra IL was appointed in 2008. An election for ILs was not held for 2009. At the end of 2009, Herman’s and Sue’s terms will end, and one other current IL (to be decided). This will leave 2 existing ILs with terms to end after 2010, and elections will be held for the two further IL positions for two-year terms. This will put us back on track. All ILs who are rotating off are eligible for re-election.
2. Rosaceae SCRI submitted proposals update
Cameron expressed gratitude and appreciation to the international Rosaceae community who provided support to SCRI Project Directors and PIs and helped strengthen the Rosaceae GGB (genomics, genetics, and breeding) community. He further stressed the value of interacting with industry required in these SCRI proposals and thinking with an applied mindset to develop applications of genomics research, given that Rosaceae crops are, after all, crops and thus practical application is at least implied in Rosaceae genomics. The SCRI opportunity makes explicit the practical use of genomics research.

Chris reported that the panel meeting for CAPs will be the following week (first week of June). Jim L reported that the Planning Grant results were out and he received one. Rosaceae proposals submitted included:

a. RosBREED. Cameron described this resubmission, of which Amy Iezzoni is PI. The budget totaled 7.5 M over 4 years. It is focused on applying genomics knowledge through a “MAB Pipeline” where Pedigree-Based Analysis (PBA) plays a central role, and includes 12 core Rosaceae breeding programs. Major additions/revisions to the previous RosBREED proposal include: (1) a socio-economics portion to help set trait breeding priorities by establishing economic values of individual traits, and (2) a plan to develop a genome-wide SNP platform (PBA-relevant, which means much lower resolution than would be needed for association mapping) for each of four crops (the “pillars” of peach, apple, and strawberry, and cherry).

b. Prunus Translational SNP platform. Mentioned by Dorrie, Bert is PI.
c. GDR. Dorrie mentioned Tree Fruit GDR, which is about extending GDR functionalities to tree fruits in the Rosaceae and Citrus, incorporating whole genome sequences and large scale phenotypic and genotypic data within an interoperable database and user interface. 
d. Rapid greenhouse breeding system for plums. Chris was involved in submitting this proposal whose objective is to develop a rapid greenhouse breeding system using early and continuing flowering plums and marker development for target traits in plums (dried plums).

e. Fireblight in apple. Sue mentioned working with Jay Norelli on a proposal for mapping QTLs for fireblight in apple and evaluating possible resistance in pear.

f. UC Davis proposal mentioned (submitted by Carlos Crisosto).
3. Industry-research perspectives and opportunities for 2009
(Not covered, as an email list problem meant that several contributing members were not contacted for teleconference participation.)
4. GRIN-Global
Gayle reported that the GRIN-Global personnel are re-working the curator interface to apply to different platforms and make it more internationally friendly, and eventually develop a public interface. They are probably not yet ready for input from the wider community. The committee discussed the importance of coordinating interaction with GDR and the needs and recommendations of the Rosaceae community. Cameron proposed the formation of an ad hoc RosEXEC Sub-Committee on Rosaceae GGB Coordination with GRIN-Global and volunteers included: Gayle Volk, Cameron Peace, Dorrie Main, and Nahla Bassil who also volunteered Joseph Postman. 
5. Whole genome sequences update

Peach: Dorrie informed the committee that JGI completed Sanger sequencing of the peach genome (200 Mb), and 5.6x coverage (in 203 supercontigs) has been assembled. Up to 95% of the Prunus Unigenes map to this genome sequence. About 90% of Rosaceae Unigenes also map to it. This will be available to everyone ahead of publication – expected to be within the next 2 months. The publication is still being discussed, and is not ready yet. It will probably be the last of the three (i.e. after apple and strawberry).
Apple: Amit reported that the final apple sequencing paper, based on the Italian heterozygous genome (>14x of combined Sanger and 454) and WSU’s doubled haploid genome (2x of 454), is almost completely written up; the assemblies were used to predict 75,864 genes (this number is expected to go down). The doubled haploid sequence is greatly aiding assembly. He is looking at genome-wide variations (SNPs etc) and compared the predicted apple gene space with the gene space in peach, grape, and pear. He is also planning a 4x coverage of a doubled haploid pear (1x so far). Similarly, Amit has started 454 sequencing of sweet cherry (1x so far) and plans to reach 4X with Lee Meisel and Herman.
Strawberry: Dan reported ‘assembly7’ of the F. vesca ‘Hawaii 4’ genome by the Strawberry Consortium headed by Vladimir Shulaev (150 Mb – approximately 40x coverage using 454 and Illumina/Solexa-6,600 scaffolds across genome). Nahla Bassil reported use of a program developed by Todd Mockler for empirical gene prediction and comparison of that model to ab initio prediction models in strawberry under development by Mark Borodovski.
Plum: Chris Dardick reported receiving funds to sequence P. domestica, a (hexaploid) transgenic plum pox resistant genotype using Solexa paired ends, with assembly to use the peach backbone.

6. GDR update
Currently, the only external funding of the GDR is with limited financial assistance from the Washington Tree Fruit Research Commission (to develop a “Breeder’s Toolbox” for apple and cherry). Existing funding from the Cacao Genome Project is providing database and tool development advances that are synergistic with GDR needs. Dorrie is also working with Lukas Mueller’s Solanaceae team at Cornell. Steve Van Nocker has requested a module for a secure site in GDR to submit sequences of wild species of apple, which may serve as a model for user project pages within the GDR. A corporate sponsor has expressed interest in providing some base funding for GDR which would involve advertising rights for the company. Dorrie will give a presentation on the GDR at the upcoming ISHS markers symposium in Oregon (end of July).
7. RosFORUM

Previously, RosFORUM was proposed by Gennaro as a web-based method of quarterly release of GGB letters or articles (communications that are not previously published or too small for normal scientific publication) of no more than about four pages. Three or four RosEXEC members would review these submissions and approve them. Cameron commented that during RosBREED proposal preparations earlier this year it was found that RosFORUM overlaps with existing functionality of eXtension, and therefore RosBREED intends to take advantage of that to set up online peer-review publication for our community (Gennaro to coordinate).
8. International perspective, including RGC5 update

Jasper reported that the website for RGC5 will be set up the following week and it will be announced by email using the GDR mailing list.

Dorrie reminded that whenever we post posting messages to the community (using gdr-list@bioinfo.wsu.edu), we must post from the same email address we originally provided to the GDR mailing list. 
Herman will send the minutes of the RosIGI meeting at PAG 2009 to Dorrie to post on the GDR.
No changes on the International White Paper, or the US White Paper (currently in Wiki format). Cameron proposed the future formation of an ad hoc RosEXEC Subcommittee on Updating the US White Paper to update the US White Paper and coordinate with the International effort as appropriate.

9. Published: Genetics and Genomics of Rosaceae book

See: http://www.springer.com/life+sci/plant+sciences/book/978-0-387-77490-9
Sue (editor with Kevin Folta) has already received her copy and mentioned that it will be used in New Zealand in teaching. This book is another landmark publication from our community. The sample Chapter 2 (“Genomics approaches to crop improvement in the Rosaceae” by Peace and Norelli) provided online by the publisher includes, in addition to an overview of technologies and techniques, several community initiatives in the Outlook section (“A Centralized Web Portal and Database”, “Shared Mapping Resources”, “Standardized Phenotyping”, “A Uniting Statistical Approach”, and “Team Building”). Description and promotion of these initiatives address RosEXEC objectives.
10. Upcoming: ASHS Conference, including Standardized Phenotyping workshop, Pyrus CGC meeting 

ASHS Conference

The Standardized Phenotyping Workshop is on Saturday, July 25, 2009: 2:00 PM. It is sponsored by the Genetics and Germplasm Working Group (Nahla, Chair; Gayle, Co-Chair) and the presentations are:
· Standardized Plant Disease Evaluations Will Enhance Resistance Gene Discovery
Joseph Postman, USDA ARS
· Phenotyping of Tomato for SolCAP and Onward Into the Void
Jay W. Scott, University of Florida 
· Standardizing Postharvest Quality and Biochemical Phenotyping for Precise Population Comparison
David Rudell, USDA ARS 
· Standardized Phenotyping of Apple Texture for Improved Breeding and Research Efficiency
Cameron Peace, WSU (Jim Luby, UM,  to present)
· Advantages for the Use of Standardized Phenotyping in the National Plant Germplasm System
Gayle Volk, USDA ARS 
Pyrus CGC Meeting will be on Saturday morning at the ASHS conference this year.
11. Upcoming: ISHS Markers Symposium 
Details at the website: http://oregonstate.edu/conferences/molecularmarkers2009/
And are being updated constantly.
Nahla reported registration of over 90 scientists so far. 
It will consist of five sessions:

1. Plant Germplasm Identification and Characterization - Thursday, July 30 

9:30 – 12:00
Moderators: Dr. Nahla Bassil - Dr. Phil Stewart

Invited speaker: Dr. Raffaele Testolin - U of Udine, Italy

2. Marker-assisted Breeding - Thursday, July 30

1:30 – 5:00 pm

Organizers-moderators: Dr. Cameron Peace, Dr. Shawn Mehlenbacher

Invited speaker: Dr. Frederick Bliss - Seminis Vegetable Seeds
3. Molecular Markers in Phylogenetics and Evolution - Saturday, Aug 1

8:30 – 12:00 

Organizer-moderator: Dr. Chris Richards

Invited speaker: Dr. Eric Van de Weg, Wageningen University & Research Centre

4. Analytical Approaches and Bioinformatics - Saturday, Aug 1

1:30-5:00 pm

Organizer-moderator: Dr. Amit Dhingra
Invited speaker: Dr. Douglas Soltis - U of Florida

5. Applications of Next-Generation Sequencing

1:00 – 5:00 pm

Organizer-moderator: Dr. Aaron Liston

Invited speaker: Dr. Todd Mockler - Oregon State University
12. Upcoming: Apple CGC and Prunus CGC joint meeting
Cameron and Herb Aldwinckle are preparing a joint meeting, most likely in early October (6-8th) in Wenatchee and Prosser, WA.

13. Other Items
- None mentioned

14. Next teleconferences for 2009
Proposed:
· August 5th or 6th (after the ASHS and ISHS meetings)
· Early to mid October

· Early to mid December

Dates and times to be locked in soon.
Minutes prepared by Nahla V. Bassil, edited by Cameron Peace, Dorrie Main, and Amit Dhingra

