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GDR Features:

• MegaSearch for customizable 
query and download

• Searchable marker, trait, genotype, 
haplotype, gene, germplasm 
databases

• Assembled and annotated 
reference transcriptome 
(RefTrans) searchable by BLAST

• Synteny viewer to view syntenic
regions among all available species

• PathwayCyc of apple, peach, sweet 
cherry, pear, rose, black raspberry, 
and strawberry genomes



GDR also has:

• BLAST tool to search 
genomes, unigenes, and 
reference transcriptomes

• JBrowse tools to view 
genome annotations 
including SNP variation

• Search interfaces for 
finding marker, map, QTL, 
genotype, haplotype, 
phenotype, and sequence 
data

Synteny viewer for viewing 
syntenic regions among all 

available species

Breeding Information 
Management System for 

public/private breeding data

Home page allows for quick 
access to species specific data 

and popular tools

MegaSearch for customizable 
query and download

MapViewer for dynamic 
visualization of genetic maps

Search/download tools for 
genotype and haplotype data


